The tittle compound,2,4-dimethyl-6-nitroaniline, is a very important aromatic organic intermediate, which can be utilized to synthesize dyes and pigment. It is practical significant to research and develop 2,4-dimethyl-6-nitroaniline because of difficult synthesis process, higher costs and bad yield. To improve the reaction condition and enlarge the needs of it, we report here the crystal structure of the title compound 2,4-dimethyl-6-nitroaniline,(I).
The asymmetric unit of the title compound, C 8 H 10 N 2 O 2 , contains two independent molecules, which are linked by weak N-HÁ Á ÁO hydrogen-bonding interactions between the amino and nitro groups. The independent molecules are both approximately planar with r.s.d. deviations of 0.0216 and 0.0161 Å . Mo K radiation = 0.10 mm À1 T = 163 K 0.37 Â 0.35 Â 0.24 mm
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Data collection
Rigaku AFC10/Saturn724+ diffractometer 10540 measured reflections 4325 independent reflections 3104 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.049 wR(F 2 ) = 0.134 S = 1.00 4325 reflections 237 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.32 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrystalClear (Rigaku/MSC, 2008); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97.
Figure 1
The molecular structure of (I), with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level.
Figure 2
Part of the packing of the title compound, viewed down the b axis. Dashed lines indicate hydrogen bonds. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2,4-Dimethyl-6-nitroaniline
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0214 (6) −0.0050 (5) 0.0030 (5) 0.0041 (5) O3 0.0844 (9) 0.0360 (6) 0.0324 (7) −0.0024 (6) 0.0068 (6) 0.0128 (5) O4 0.0798 (9) 0.0277 (5) 0.0375 (7) −0.0049 (5) 0.0080 (6) −0.0050 (5) N1 0.0471 (7) 0.0276 (6) 0.0246 (7) −0.0015 (5) 0.0023 (6) 0.0057 (6) N2 0.0349 (7) 0.0365 (7) 0.0277 (7) −0.0036 (5) 0.0054 (5) −0.0026 (6) N3 0.0479 (8) 0.0333 (7) 0.0230 (7) 0.0004 (5) 0.0063 (6) −0.0028 (6) N4 0.0470 (7) 0.0285 (6) 0.0302 (7) 0.0015 (5) 0.0083 (5) 0.0037 (6) C1 0.0249 (6) 0.0259 (6) 0.0251 (7) 0.0004 (5) 0.0045 (5) 0.0042 (5) C2 0.0282 (7) 0.0262 (6) 0.0246 (8) 0.0007 (5) 0.0020 (5) 0.0003 (6) C3 0.0325 (7) 0.0324 (7) 0.0217 (7) 0.0028 (5) 0.0019 (5) 0.0022 (6) C4 0.0314 (7) 0.0277 (7) 0.0302 (8) 0.0013 (5) 0.0087 (5) 0.0069 (6) C5 0.0292 (7) 0.0243 (6) 0.0308 (8) −0.0013 (5) 0.0077 (5) 0.0005 (6) C6 0.0260 (6) 0.0279 (7) 0.0217 (7) −0.0014 (5) 0.0052 (5) −0.0004 (6) C7 0.0528 (9) 0.0293 (8) 0.0293 (9) −0.0007 (6) −0.0025 (7) −0.0020 (6) C8 0.0516 (9) 0.0351 (8) 0.0360 (10) 0.0033 (6) 0.0083 (7) 0.0126 (7) C9 0.0279 (7) 0.0286 (7) 0.0220 (7) 0.0011 (5) 0.0075 (5) −0.0008 (6) C10 0.0295 (7) 0.0295 (7) 0.0264 (8) 0.0010 (5) 0.0081 (5) 0.0044 (6) C11 0.0321 (7) 0.0256 (7) 0.0348 (9) −0.0029 (5) 0.0079 (6) 0.0019 (6) C12 0.0271 (7) 0.0318 (7) 0.0292 (8) −0.0007 (5) 0.0058 (5) −0.0038 (6) C13 0.0295 (7) 0.0333 (7) 0.0226 (7) 0.0016 (5) 0.0062 (5) 0.0013 (6) C14 0.0303 (7) 0.0235 (6) 0.0256 (7) 0.0013 (5) 0.0075 (5) 0.0012 (6) C15 0.0476 (9) 0.0382 (8) 0.0325 (9) 0.0002 (6) 0.0082 (7) 0.0106 (7) 
